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Fig. 21 A 



5' GGCATGCAAGCTTAATTAATT3' (SEQ ID NO 1) 
3'ACGTCCGTACG7TCGAATTAATTAATCGA5' (SEQ ID NO 94) 



5'CCGGGGAGGCCTGCACGTGATCGAGGGCAGACACCATCACCACCATCACTAATAGT 
TAATTAACTGCA 3' (SEQ ID NO 2) 

3'CCTCCGGACGTGCAC7AGCTCCCGTCTGTGGTAG7GGTGGTAGTGATTATCAATTAATTG 
5' (SEG ID NO 95) 



SEQ ID NO 3 (HCCI9A) 

ATGCCCQGTTGCTCTTTCTCTATCTTCCTCTTGGCTT7ACTGTCCTGTCTGACCATTCCA 
GCTTCCGCTTATGAGGTGCGCAACGTGTCCGGGATGTACCATGTCACGAACGACTGCr 
CCAACTCAAGCATTGTGTATGAGGCAGCGGACATGATCATGCACACCCCCGGGTGCGT 
GCCCTGCGT7CGGGAGAACAACTCT7CCCGCTGCTGGGTAGCGCTCACCCCCACGCTC 
GCAGCTAGGAACGCCAGCGTCCCCACCACGACAATACGACGCCACGTCGATTTGCTCG 
TTGGGGCGGCTGCTC7CTGTTCCGCTATGTACGTGGGGGATCTC7GCGGA7CTGTCTTC 
C7CG7C7CCCAGC7G77CACCA7C7CGCC7CGCCGGCA7GAGACGG7GCAGGAC7GCA 
A77GC7CAA7C7A7CCCGGCCACA7AACAGG7CACCG7A7GGC77GGGA7A7GA7GA7 
GAAC7GG7CGCC7ACAACGGCCC7GG7GG7A7CGCAGC7GC7CCGGA7CCCACAAGC7 
G7CG7GGACA7GG7GGCGGGGGCCCA77GGGGAG7CC7GGCGGGCC7CGCC7AC7A77 
CCA7GG7GGGGAAC7GGGC7AAGG7777GA77G7GA7GC7AC7C777GC7C7C7AA7AG 

SEQ ID NO 5 (HCCnOAJ 

A7G77GGG7AAGG7CA7CGA7ACCC77ACA7GCGGC77CGCCGACC7CG7GGGG7ACA 
77CCGC7CG7CGGCGCCCCCC7AGGGGGCGC7GCCAGGGCCC7GGCGCA7GGCG7CCG 
GG77C7GGAGGACGGCG7GAAC7A7GCAACAGGGAA777GCCCGG77GC7C777C7C7 
A7C77CC7C77GGC777GC7G7CC7G7C7GACCG77CCAGC77CCGC77A7GAAG7GCG 
CAACG7G7CCGGGA7G7ACCA7G7CACGAACGAC7GC7CCAAC7CAAGCA77G7G7A7 
GAGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7GCCC7GCG77CGGGAGAAC 
AAC7C77CCCGC7GC7GGG7AGCGC7CACCCCCACGC7CGCAGC7AGGAACGCCAGCG 
7CCCCACCACGACAA7ACGACGCCACG7CGA777GC7CG77GGGGCGGC7GC777C7G 
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T7CCGCTATG7ACGTGGGGGACCTCTGCGGATCTGTCTTCCTCGTCTCCCAGCTGTTCA 
CCATCTCGCCTCGCCGGCATGAGACGGTGCAGGACTGCAAT7GCTCAATCTATCCCGG 
CCACATAACGGGTCACCGTATGGCTTGGGATATGATGATGAACTGGTCGCCTACAACG 
GCCCTGGTGGTATCGCAGCTGCTCCGGATCCCACAAGCTGTCGTGGACA7GGTGGCGG 
GGGCCCA77GGGGAG7CC7GGCGGG7C7CGCC7AC7A77CCA7GG7GGGGAAC7GGGC 
7AAGG7777GA77G7GA7GC7AC7C777GC7CCC7AA7AG 

SEQ ID NO 7 (HCCin A) 

A7G77GGGXAAGG7CA7CGA7ACCC77ACG7GCGGC77CGCCGACC7CA7GGGG7ACA 
77CCGC7CG7CGGCGCCCCCC7AGGGGG7GC7GCCAGAGCCC7GGCGCA7GGCG7CCG 
GG77C7GGAAGACGGCG7GAAC7ATGCAACAGGGAA777GCC7GG77GC7C777C7C7A 
7C77CC7C77GGC777AC7G7CC7G7C7GACCA77CCAGC77CCGC77A7GAGG7GCGC 
AACG7G7CCGGGA7G7ACCA7G7CACGAACGAC7GC7CCAAC7CAAGCA77G7G7A7G 
AGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7GCCC7GCG77CGGGAGAACA 
AC7C77CCCGC7GC7GGG7AGCGC7CACCCCCACGC7CGCAGC7AGGAACGCCAGCG7 
CCCCAC7ACGACAA7ACGACGCCACG7CGA777GC7CG77GGGGCGGC7GC777C7G77 
CCGC7A7G7ACG7GGGGGATCTC7GCGGA7C7GTC77CC7CG7C7CCCAGC7G77CACC 
A7C7CGCC7CGCCGGCA7GAGACGG7GCAGGAC7GCAA77GC7CAA7C7A7CCCGGCC 
ACA7AACAGG7CACCG7A7GGC77GGGA7A7GA7GA7GAAC7GG7AA7AG 

SEQ ID NO 9 (HCCn 2A) 

A7GCCCGG77GC7C777C7C7A7C77CC7C77GGCCC7GC7G7CC7G7C7GACCA7ACCA 
GC77CCGC77A7GAAG7GCGCAACG7G7CCGGGG7G7ACCA7G7CACGAACGAC7GC7 
CCAAC7CAAGCA7AG7G7A7GAGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7 
GCCC7GCG77CGGGAGGGCAAC7CC7CCCG77GC7GGG7GGCGC7CAC7CCCACGC7C 
GCGGCCAGGAACGCCAGCG7CCCCACAACGACAA7ACGACGCCACG7CGA777GC7C 
G77GGGGC7GC7GC777C7G77CCGC7A7G7ACG7GGGGGA7C7C7GCGGA7C7G7777 
CC77GTTFCCCAGC7G77CACC77C7CACC7CGCCGGCA7CAAACAG7ACAGGAC7GCA 
AC7GC7CAA7C7A7CCCGGCCA7G7A7CAGG7CACCGCA7GGC77GGGA7A7GA7GA7 

GAAC7GG7CC7AA7AG 
SEQ ID NO n (HCCnSA) 

A7G7CCGG77GC7C777C7C7A7C77CC7C77GGCCC7GC7G7CC7G7C7GACCA7ACCA 
GC77CCGC77A7GAAG7GCGCAACG7G7CCGGGG7G7ACCA7G7CACGAACGAC7GC7 
CCAAC7CAAGCA7AG7G7A7GAGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG i 
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GCCCTGCGTTCGGGAGGGCAACTCCTCCCGTTGCTGGGTGGCGCTCACTCCCACGCTC" 
GCGGCCAGGAACGCCAGCGTCCCCACAACGACAATACGACGCCACGTCGAT7TGCTC 
GT7GGGGCTGCTGCTTTCTGTTCCGCTATGTACGTGGGGGATCTCTGCGGATCTGTTTT 
CCT7G7TTCCCAGCTGTTCACCTTCTCACCTCGCCGGCATCAAACAGTACAGGACTGCA 
ACTGCTCAATCTATCCCGGCCATGTATCAGGTCACCGCATGGCTTGGGATATGATGAT 

GAAC7GGTAATAG 



SEQ ID NO 13 (HCCn7A) 

ATGC7GGGIAAGGCCATCGATACCCTTACGTGCGGCTTCGCCGACC7CGTGGGGTACA 
T7CCGCTCGTCGGCGCCCCCCTAGGGGGCGCTGCCAGGGCCC7GGCGCATGGCGTCCG 
GG77C7GGAAGACGGCG7GAAC7A7GCAACAGGGAA777GCC7GG77GC7C777C7C7A 
7C77CC7C77GGC777AC7G7CC7G7C7AACCA77CCAGC77CCGC77ACGAGG7GCGC 
AACG7G7CCGGGA7G7ACCA7G7CACGAACGACTGC7CCAAC7CAAGCA77G7G7A7G 
AGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7GCCC7GCG77CGGGAGAACA 
AC7C77CCCGC7GC7GGG7AGCGC7CACCCCCACGC7CGCGGC7AGGAACGCCAGCA7 
CCCCAC7ACAACAA7ACGACGCCACG7CGAT77GC7CG77GGGGCGGC7GC777C7G77 
CCGC7A7GTACG7GGGGGA7C7C7GCGGATC7GTC77CCTCGTC7CCCAGC7G77CACC 
A7C7CGCC7CGCCGGCA7GAGACGG7GCAGGAC7GCAAT7GC7CAA7C7A7CCCGGCC 
ACA7AACGGG7CACCG7A7GGC77GGGATATGATGA7GAAC7GGTAC7AA7AG 



SEQ ID NO 15 (HCPrSl) 
A7GCCCGG77GC7C777C7C7A7C77 

SEQ ID NO 16 (HCPr52) ' 
A7G77GGGTAAGG7CA7CGA7ACCC7 

SEQ ID NO 17 (HCPr53) 
C7A77AGGACCAG77CA7CA7CA7A7CCCA 

SEQ ID NO 18 (HCFr54) 
C7A77ACCAG77CA7CA7CA7A7CCCA 

SEQ ID NO 19 (HC?rl07) 

A7ACGACGCCACG7CGA7TCCCAGC7G77CACCATC 
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SEQ ID NO 20 (HCPrlOS) 

GATGGTGAACAGCTGGGAA7CGACGTGGCGTCGTAT 

SEQ ID NO 21 (HCCI37) 
ATGTTGGGTAAGGTCATCGATACCCT7ACATGCGGCTTCGCCGACCTCGTGGGGTACA 
TTCCGCTCGTCGGCGCCCCCCTAGGGGGCGCTGCCAGGGCCCTGGCGCATGGCGTCCG 
GGTTCTGGAGGACGGCGTGAACTATGCAACAGGGAATTTGCCCGGTTGCTCTTTCTCT 
ATCTTCCTCTTGGCTTTGCTGTCCTGTCTGACCGTTCCAGCTTCCGCTTATGAAGTGCG 
CAACGTGJ£:CGGGATGTACCATGTCACGAACGACTGCTCCAACTCAAGCATTGTGTAT 
GAGGCAGCGGACATGATCATGCACACCCCCGGGTGCGTGCCCTGCGT7CGGGAGAAC 
AACTCTTCCCGCTGCTGGGTAGCGCTCACCCCCACGCTCGCAGCTAGGAACGCCAGCG 
TCCCCACCACGACAATACGACGCCACGTCGATTCCCAGCTGTTCACCATCTCGCC7CG 
CCGGCATGAGACGGTGCAGGAC7GCAATTGCTCAATC7ATCCCGGCCACATAACGGG7 
CACCG7ATGGC77GGGA7A7GA7GATGAAC7GGTCGCC7ACAACGGCCC7GG7GG7A7 
CGCAGC7GC7CCGGA7CCCACAAGC7G7CG7GGACA7GG7GGCGGGGGCCCA77GGGG 
AG7CC7GGCGGG7C7CGCC7AC7A77CCATGGTGGGGAAC7GGGC7AAGG7777GA77G 
7GA7GC7AC7C777GC7CCC7AA7AG 

S£Q ID NO 23 (HCCI3S) 

ATG77GGG7AAGG7CA7CGA7ACCC77ACATGCGGC77CGCCGACCTCG7GGGG7ACA 
77CCGC7CG7CGGCGCCCCCC7AGGGGGCGC7GCCAGGGCCC7GGCGCA7GGCG7CCG 
GGT7C7GGAGGACGGCG7GAAC7A7GCAACAGGGAA777GCCCGG77GC7C777C7C7 
A7C77CC7C77GGC777GC7G7CC7G7C7GACCG77CCAGC77CCGC77A7GAAG7GCG 
CAACG7G7CCGGGA7G7ACCA7G7CACGAACGAC7GC7CCAAC7CAAGCA77G7G7A7 
GAGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7GCCC7GCG77CGGGAGAAC 
AAC7C77CCCGC7GC7GGG7AGCGC7CACCCCCACGC7CGCAGC7AGGAACGCCAGCG 
7CCCCACCACGACAA7ACGACGCCACG7CGA77CCCAGC7GT7CACCA7C7CGCC7CG 
CCGGCA7GAGACGG7GCAGGAC7GCAA77GC7CAA7C7A7CCCGGCCACA7AACGGG7 

CACCG7A7GGC77GGGA7A7GA7GA7GAAC7GG7AA 
7AG 

SEQ ID NO 25 (HCC139) 

A7G77GGG7AAGG7CATCGATACCCT7ACATGCGGC77CGCCGACCTCG7GGGG7ACA 
77CCGC7CG7CGGCGCCCCCC7AGGGGGCGC7GCCAGGGCCCTGGCGCA7GGCG7CCG 
GG77C7GGAGGACGGCG7GAAC7A7GCAACAGGGAA777GCCCGGT7GC7C7T7C7C7 
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ATCT7CC7CT7GGCT7TGCTGTCCTGTCTGACCGTTCCAGCTTCCGCTTATGAAGTGCG 
CAACG7G7CCGGGATGTACCATG7CACGAACGAC7GCTCCAACTCAAGCATTGTGTAT 
GAGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7GCCC7GCG77CGGGAGAAC 
AAC7C77CCCGC7GC7GGG7AGCGC7CACCCCCACGC7CGCAGC7AGGAACGCCAGCG 
7CCCCACCACGACAA7ACGACGCCACG7CGA77CCCAGC7G77CACCA7C7CGCC7CG 
CCGGCA7GAGACGG7QCAGGAC7GCAA77GC7CAA7C7A7CCCGGCCACA7AACGGG7 
CACCG7A7GGC77GGGA7A7GA7GA7GAAC7GG7CGCC7ACAACGGCCC7GG7GG7A7 
CGCAGC7GC7CCGGA7CC7C7AA7AG 



SEQ ID NO 27 {HCC140) 

A7G77GGG7AAGG7CA7CGA7ACCC77ACA7GCGGC77CGCCGACC7CG7GGGG7ACA 
77CCGC7CG7CGGCGCCCCCC7AGGGGGCGC7GCCAGGGCCC7GGCGCA7GGCG7CCG 
GG77C7GGAGGACGGCG7GAAC7A7GCAACAGGGAA777GCCCGG77GC7C777C7C7 
A7C77CC7C77GGC777GC7G7CC7G7C7GACCG77CCAGC77CCGC77A7GAAG7GCG 
CAACG7G7CCGGGA7G7ACCA7G7CACGAACGAC7GC7CCAAC7CAAGCA77G7G7A7 
GAGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7GCCC7GCG77CGGGAGAAC 
AAC7C77CCCGC7GC7GGG7AGCGC7CACCCCCACGC7CGCAGC7AGGAACGCCAGCG 
7CCCCACCACGACAA7ACGACGCCACG7CGA77CCCAGC7G77CACCA7C7CGCC7CG 
CCGGCA7GAGACGG7GCAGGAC7GCAA77GC7CAA7C7A7CCCGGCCACA7AACGGG7 
CACCG7A7GGC77GGGA7A7GA7GA7GAAC7GG7CGCC7ACAACGGCCC7GG7GG7A7 
CGCAGC7GC7CCGGA7CG7GA7CGAGGGCAGACACCA7CACCACCA7CAC7AA7AG 

SEQ ID NO 29 (HCCI62) 

A7GGG7AAGG7CA7CGA7ACCC77ACG7GCGGA77CGCCGA7C7CA7GGGG7ACA7CC 
CGC7CG7CGGCGC7CCCG7AGGAGGCG7CGCAAGAGCCC77GCGCA7GGCG7GAGGGC 
CC77GAAGACGGGA7AAA777CGCAACAGGGAA777GCCCGG77GC7CC7777C7A777 
7CC77C7CGC7C7G77C7C77GC77AA77CA7CCAGCAGC7AG7C7AGAG7GGCGGAA7 
ACG7C7GGCC7C7A7G7CC77ACCAACGAC7G77CCAA7AGCAG7A77G7G7ACGAGGC 
CGA7GACG77A77C7GCACACACCCGGC7GCA7ACC77G7G7CCAGGACGGCAA7ACA 
7CCACG7GC7GGACCCCAG7GACACC7ACAG7GGCAG7CAAG7ACG7CGGAGCAACCA 
CCGC77CGA7ACGCAG7CA7G7GGACC7A77AG7GGGCGCGGCCACGA7G7GC7C7GC 
GC7C7ACG7GGG7GACA7G7G7GGGGC7G7C77CC7CG7GGGACAAGCC77CACG77CA 
GACC7CG7CGCCA7CAAACGG7CCAGACC7G7AAC7GC7CGC7G7ACCCAGGCCA7C7 

77CAGGACA7CGAA7GGC77GGGA7A7GA7GA7GAAC7GG7AA7AG 



Fig. 21 F Vn; 

SEQ ID NO 31 (HCC163) 

ATGGGTAAGGTCATCGATACCCTAACGTGCGGATTCGCCGATCTCATGGGGTATATCC 
CGCTCGTAGGCGGCCCCATTGGGGGCGTCGCAAGGGCTCTCGCACACGGTGTGAGGGT 
CCTTGAGGACGGGGTAAACTATGCAACAGGGAATTTACCCGGTTGCTCTTTCTCTATCT 
TTAT7CTTGCTCTTCTCTCGTGTCTGACCGTTCCGGCCTCTGCAGTTCCCTACCGAAATG 
CCTCTGGGATTTATCATGTTACCAATGATTGCCCAAACTCTTCCATAGTCTATGAGGCA 
GATAACCTGATCCTACACGCACCTGGTTGCGTGCCTTGTGTCATGACAGGTAATGTGA 
GTAGATGCTGGGTCCAAATTACCCCTACACTGTCAGCCCCGAGCCTCGGAGCAGTCAC 
GGCTCCTCXTCGGAGAGCCGTTGACTACCTAGCGGGAGGGGCTGCCCTCTGCTCCGCG 
TTATACGTAGGAGACQCGTG7GGGGCACTATTCTTGGTAGGCCAAATGT7CACCTATA 
GGCCTCGCCAGCACGCTACGGTGCAGAACTGCAACTGTTCCATT7ACAGTGGCCA7GT 
TACCGGCCACCGGATGGCATGGGATATGATGATGAACTGGTAATAG 

SEQ ID NO 33 (HCPr109) 
TGGGATATGATGATGAACTGGTC 

SEQ ID NO 34 (HCPr72) 

CTATTATGGTGGTAAKGCCAHCASGAGCAGGAG 
SEQ ID NO 35 (HCCL22A) 

TGGGATATGATGATGAACTGGTCGCCTACAACGGCCCTGGTGGTATCGCAGCTGCTCC 
GGATCCCACAAGCTGTCGTGGACATGGTGGCGGGGGCCCATTGGGGAGTCCTGGCGG 
GCCTCGCCTACTATTCCATGGTGGGGAACTGGGCTAAGGTTTTGGTTGTGATGCTACTC 
TTTGCCGGCGTCGACGGGCATACCCGCGTGTCAGGAGGGGCAGCAGCCTCCGATACCA 
GGGGCCTTGTGTCCCTCTTTAGCCCCGGGTCGGCTCAGAAAATCCAGCTCGTAAACAC 
CAACGGCAGTTGGCACATCAACAGGACTGCCCTGAACTGCAACGACTCCCTCCAAAC 
AGGGTTCTTTGCCGCACTATTCTACAAACACAAATTCAACTCGTCTGGATGCCCAGAG 
CGCTTGGCCAGCTGTCGCTCCATCGACAAGTTCGCTCAGGGGTGGGGTCCCCTCACTT 
ACACTGAGCCTAACAGCTCGGACCAGAGGCCCTACTGCTGGCACTACGCGCCTCGACC 
GTGTGGTATTGTACCCGCGTCTCAGGTGTGCGGTCCAGTGTATTGCTTCACCCCGAGCC 
CTGTTGTGGTGGGGACGACCGATCGGTT7GGTGTCCCCACGTATAACTGGGGGGCGAA 
CGACTCGGATGTGCTGATTCTCAACAACACGCGGCCGCCGCGAGGCAACTGGTTCGGC 
TGTACATGGATGAATGGCACTGGGTTCACCAAGACGTGTGGGGGCCCCCCGTGCAACA 
TCGGGGGGGCCGGCAACAACACCTTGACCTGCCCCACTGACTGTTTTCGGAAGCACCC 
CGAGGCCACCTACGCCAGATGCGGTTCTGGGCCCTGGCTGACACCTAGGTGTATGGTT 
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CAT7ACCCATATAGGCTC7GGCACTACCCCTGCACTGTCAACTTCACCATCT7CAA(3'<3ivl 

TAGGATGTACGTGGGGGGCGTGGAGCACAGG7TCGAAGCCGCATGCAATTGGACTCG 

AGGAGAGCGT7G7GAC77GGAGGACAGGGA7AGA7CAGAGC77AGCCCGC7GC7GC7G 

7C7ACAACAGAG7GGCAGA7AC7GCCC7G77CC77CACCACCC7GCCGGCCC7A7CCA 

CCGGCC7GA7CCACC7CCA7CAGAACA7CG7GGACG7GCAA7ACC7G7ACGG7G7AGG 

G7CGGCGG77G7C7CCC77G7CA7CAAA7GGGAG7A7G7CC7G77GC7C77CC77C7CC7 

GGCAGACGCGCGCA7C7GCGCC7GC77A7GGA7GA7GC7GC7GA7AGC7CAAGC7GAG 

GCCGCC77AGAGAACC7GG7GG7CC7CAA7GCGGCGGCCG7GGCCGGGGCGCA7GGC 

AC7C777CCTTCC77G7G77C77C7G7GC7GCC7GG7ACA7CAAGGGCAGGC7GG7CCC 

7GG7GCGGCA7ACGCC77C7A7GGCG7G7GGCCGC7GC7CC7GC77C7GC7GGCC77AC 

CACCACGAGC77A7GCC7AG7AA 

SEQ ID NO 37 (HCCI4 ■) 

GA7CCCACAAGC7G7CG7GGACA7GG7GGCGGGGGCCCA77GGGGAG7CC7GGCGGG 
CC7CGCC7AC7A77CCA7GG7GGGGAAC7GGGC7AAGG7777GG77G7GA7GC7AC7C7 
77GCCGGCG7CGACGGGCA7ACCCGCG7G7CAGGAGGGGCAGCAGCC7CCGA7ACCA 
GGGGCC77G7G7CCC7CT77AGCCCCGGG7CGGC7CAGAAAATCCAGC7CG7AAACAC 
CAACGGCAG77GGCACA7CAACAGGACTGCCC7GAAC7GCAACGAC7CCC7CCAAAC 
AGGG77C777GCCGCAC7A77C7ACAAACACAAA77CAAC7CG7C7GGA7GCCCAGAG 
CGC77GGCCAGC7G7CGC7CCA7CGACAAG77CGC7CAGGGG7GGGG7CCCC7CAC77 
ACAC7GAGCC7AACAGC7CGGACCAGAGGCCC7AC7GC7GGCAC7ACGCGCC7CGACC 
G7G7GG7A77G7ACCCGCG7C7CAGG7G7GCGG7CCAG7G7A77GC77CACCCCGAGCC 
C7G77G7GG7GGGGACGACCGA7CGG777GG7G7CCCCACG7A7AAC7GGGGGGCGAA 
CGAC7CGGA7G7GC7GA77C7CAACAACACGCGGCCGCCGCGAGGCAAC7GG77CGGC 
7G7ACA7GGA7GAA7GGCAC7GGG77CACCAAGACG7G7GGGGGCCCCCCG7GCAACA 
7CGGGGGGGCCGGCAACAACACC77GACC7GCCCCAC7GAC7G7777CGGAAGCACCC 
CGAGGCCACC7ACGCCAGA7GCGG77C7GGGCCC7GGC7GACACC7AGG7G7A7GG77 
CA77ACCCA7A7AGGC7C7GGCAC7ACCCC7GCAC7G7CAAC77CACCA7C77CAAGG7 
7AGGA7G7ACG7GGGGGGCG7GGAGCACAGG77CGAAGCCGCA7GCAA77GGAC7CG 
AGGAGAGCG77G7GAC77GGAGGACAGGGA7AGA7CAGAGC77AGCCCGC7GC7GC7G 
7C7ACAACAGAG7GGCAGAG7GGCAGAGC77AA77AA77AG 

SEQ ID NO 39 (HCCI42) 

GA7CCCACAAGC7G7CG7GGACA7GG7GGCGGGGGCCCA77GGGGAG7CC7GGCGGG 
CC7CGCC7AC7A77CCA7GG7GGGGAAC7GGGC7AAGG7777GG77G7GA7GC7AC7C7 
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TTGCCGGCGTCGACGGGCATACCCGCGTGTCAGGAGGGGCAGCAGCCTCCGATACCA-, 
GGGGCCTTGTGTCCCTCTTTAGCCCCGGGTCGGCTCAGAAAATCCAGCTCGTAAACAC 
CAACGGCAGTTGGCACATCAACAGGACTGCCCTGAACTGCAACGACTCCCTCCAAAC 
AGGGTTCTTTGCCGCACTATTCTACAAACACAAATTCAACTCGTCTGGATGCCCAGAG 
CGCTTGGCCAGCTGTCGCTCCATCGACAAGT7CGCTCAGGGGTGGGGTCCCCTCACTT 
ACACTGAGCCTAACAGCTCGGACCAGAGGCCCTACTGCTGGCACTACGCGCCTCGACC 
GTGTGGTATTGTACCCGCGTCTCAGGTGTGCGGTCCAGTGTATTGCTTCACCCCGAGCC 
CTGTTGTGGTGGGGACGACCGATCGGTTTGGTGTCCCCACGTATAACTGGGGGGCGAA 
CGACTCGQAJGTGCTGATTC7CAACAACACGCGGCCGCCGCGAGGCAACTGGTTCGGC 
TGTACATGGATGAATGGCACTGGGTTCACCAAGACGTGTGGGGGCCCCCCGTGCAACA 
TCGGGGGGGCCGGCAACAACACCTTGACCTGCCCCACTGACTGTTTTCGGAAGCACCC 
CGAGGCCACCTACGCCAGATGCGGT7CTGGGCCCTGGCTGACACCTAGGTGTA7GGTT 
CATTACCCATATAGGC7CTGGCACTACCCCTGCACTGTCAACTTCACCATCTTCAAGGT 
7AGGA7G7ACG7GGGGGGCG7GGAGCACAGG77CGAAGCCGCA7GCAA77GGAC7CG 
AGGAGAGCG77G7GAC77GGAGGACAGGGA7AGA7CAGAGC7-AGCCCGC7GC7GC7G 
7C7ACAACAGG7GA7CGAGGGCAGACACCA7CACCACCA7CAC7AA7AG 

SEQ ID NO 41 (HCC143) 

A7GG7GGGGAAC7GGGC7AAGG7777GG77G7GA7GC7AC7C777GCCGGCG7CGACG 
GGCA7ACCCGCQ7G7CAGGAGGGGCAGCAGCC7CCGA7ACCAGGGGCC77G7G7CCC7 
C777AGCCCCGGG7CGGC7CAGAAAA7CCAGC7CG7AAACACCAACGGCAG77GGCAC 
A7CAACAGGAC7GCCC7GAAC7GCAACGAC7CCC7CCAAACAGGG77C777GCCGCAC 
7A77C7ACAAACACAAA77CAAC7CG7C7GGA7GCCCAGAGCGC77GGCCAGC7G7CG 
C7CCA7CGACAAG77CGC7CAGGGG7GGGG7CCCC7CAC77ACAC7GAGCC7AACAGC 
7CGGACCAGAGGCCC7AC7GC7GGCAC7ACGCGCC7CGACCG7GTGG7A77G7ACCCG 
CG7C7CAGG7G7GCGG7CCAG7G7A77GC77CACCCCGAGCCC7G77G7GG7GGGGAC 
GACCGA7CGG777GG7G7CCCCACG7A7AAC7GGGGGGCGAACGAC7CGGA7G7GC7G 
A77C7CAACAACACGCGGCCGCCGCGAGGCAAC7GG77CGGC7G7ACA7GGATGAA7G 
GCAC7GGG77CACCAAGACG7G7GGGGGCCCCCCG7GCAACA7CGGGGGGGCCGGCA 
ACAACACC77GACC7GCCCCAC7GAC7G7777CGGAAGCACCCCGAGGCCACC7ACGC 
CAGA7GCGG77C7GGGCCC7GGC7GACACC7AGG7G7A7GG77CA77ACCCA7A7AGG 
C7C7GGCAC7ACCCC7GCAC7G7CAAC77CACCA7C77CAAGG77AGGA7G7ACG7GGG 
GGGCG7GGAGCACAGG77CGAAGCCGCA7GCAA77GGAC7CGAGGAGAGCG77G7GA 
C77GGAGGACAGGGA7AGA7CAGAGC77AGCCCGC7GC7GC7G7C7ACAACAGAG7GG 

CAGAGC77AA77AA77AG 
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SEQ ID NO 43 (HCCI44) 

ATGGTGGGGAACTGGGCTAAGGTTTTGGTTGTGATGCTACTCTTTGCCGGCGTCGACG 
GGCATACCCGCGTGTCAGGAGGGGCAGCAGCCTCCGATACCAGGGGCCTTGTGTCCCT 
CTT7AGCCCCGGGTCGGCTCAGAAAATCCAGCTCGTAAACACCAACGGCAGTTGGCAC 
ATCAACAQGACTGCCCTGAACTGCAACGACTCCCTCCAAACAGGGTTCTTTGCCGCAC 
TA7TCTACAAACACAAATTCAACTCGTCTGGATGCCCAGAGCGCTTGGCCAGC7GTCG 
CTCCATCGACAAGTTCGCTCAGGGGTGGGGTCCCCTCACTTACACTGAGCCTAACAGC 
TCGGACCAGAGGCCCTACTGCTGGCACTACGCGCCTCGACCGTGTGGTATTG7ACCCG 
CGTCTCAGGTGTGCGGTCCAGTG7AT7GCTTCACCCCGAGCCCTGTTGTGG7GGGGAC 
GACCGA7.cJg'777GG7G7CCCCACG7A7AAC7GGGGGGCGAACGAC7CGGA7G7GC7G 
A77C7CAACAACACGCGGCCGCCGCGAGGCAAC7GG77CGGC7G7ACA7GGA7GAA7G 
GCAC7GGG77CACCAAGACG7G7GGGGGCCCCCCG7GCAACA7CGGGGGGGCCGGCA 
ACAACACC77GACC7GCCCCAC7GAC7G7777CGGAAGCACCCCGAGGCCACC7ACGC 
CAGA7GCGG77C7GGGCCC7GGC7GACACC7AGG7G7A7GG77CA77ACCCA7A7AGG 
C7C7GGCAC7ACCCC7GCAC7G7CAAC77CACCA7C77CAAGG77AGGA7G7ACG7GGG 
GGGCG7GGAGCACAGG77CGAAGCCGCA7GCAA77GGAC7CGAGGAGAGCG77G7GA 
C77GGAGGACAGGGA7AGA7CAGAGC77AGCCCGC7GC7GC7G7C7ACAACAGG7GA7 
CGAGGGCAGACACCA7CACCACCA7CAC7AA7AG 

S£Q ID NO 45 (HCCLc-;; 

A7GG7GGCGGGGGCCCA77GGGGAG7CC7GGCGGGCC7CGCC7AC7A77CCA7GG7GG 
GGAAC7GGGC7AAGG7777GG77G7GA7GC7AC7C777GCCGGCG7CGACGGGCA7AC 
CCGCG7G7CAGGAGGGGCAGCAGCC7CCGA7ACCAGGGGCC77G7G7CCC7C777AGC 
CCCGGG7CGGC7CAGAAAA7CCAGC7CG7AAACACCAACGGCAG77GGCACA7CAAC 
AGGAC7GCCC7GAAC7GCAACGAC7CCC7CCAAACAGGG77C777GCCGCAC7A77C7 
ACAAACACAAA77CAAC7CG7C7GGA7GCCCAGAGCGC77GGCCAGC7G7CGC7CCA7 
CGACAAGrrCGC7CAGGGG7GGGG7CCCC7CAC77ACAC7GAGCC7AACAGC7CGGAC 
CAGAGGCCC7AC7GC7GGCAC7ACGCGCC7CGACCG7G7GG7A77G7ACCCGCG7C7C 
AGG7G7GCGG7CCAG7G7A77GC77CACCCCGAGCCC7G77G7GG7GGGGACGACCGA 
7CGG777GG7G7CCCCACG7A7AAC7GGGGGGCGAACGAC7CGGA7G7GC7GA77C7C 
AACAACACGCGGCCGCCGCGAGGCAAC7GG77CGGC7G7ACA7GGA7GAA7GGCAC7 
GGG77CACCAAGACG7G7GGGGGCCCCCCG7GCAACA7CGGGGGGGCCGGCAACAAC 
ACC77GACC7GCCCCAC7GAC7G7777CGGAAGCACCCCGAGGCCACC7ACGCCAGA7 
GCGG77C7GGGCCC7GGC7GACACC7AGG7G7A7GG77CA77ACCCA7A7AGGC7C7GG 
CAC7ACCCC7GCAC7G7CAAC77CACCA7C77CAAGG77AGGA7G7ACG7GGGGGGCG 



Fig.21J 

tggagcacaggttcgaagccgcatgcaattggactcgaggagagcgttgtgacttgga' 
ggacagggatagatcagagc7tagcccgctgctgctgtctacaacagagtggcagata 
ctgccctgttcct7caccaccctgccggccctatccaccggcctgatccacctccatca 
gaacatcgtggacgtgcaatacctgtacggtgtagggtcggcggttgtctcccttgtc 

ATCAAATGGGAGTATGTCCTGTTGCTCT7CCTTCTCCTGGCAGACGCGCGCATCTGCGC 
CTGCTTATGGATGATGCTGCTGATAGCTCAAGCTGAGGCCGCCTTAGAGAACCTGGTG 
GTCCTCAATGCGGCGGCCGTGGCCGGGGCGCATGGCACTCTTTCCTTCCTTGTGTTCTT 
CTGTGCTGCCTGGTACATCAAGGGCAGGCTGGTCCCTGGTGCGGCATACGCCTTCTAT 
GGCGTGTGaCCGCTGCTCCTGCTTCTGCTGGCCTTACCACCACGAGCTTATGCCTAGTAA 

S5Q ID NO 47 (HCCi65) 

AATTTGGGTAAGGTCATCGATACCCTTACATGCGGCTTCGCCGACCTCGTGGGGTACA 
T7CCGCTCGTCGGCGCCCCCCTAGGGGGCGCTGCCAGGGCCCTGGCGCATGGCGTCCG 
GG7TCTGGAGGACGGCG7GAACTATGCAACAGGGAATTTGCCCGGTTGCTCT77CTCT 
A7C77CC7C77GGC777GC7G7CC7G7C7GACCG77CCAGC77CCGC77A7GAAG7GCG 
CAACG7G7CCGGGA7G7ACCA7G7CACGAACGAC7GC7CCAAC7CAAGCA77G7G7A7 
GAGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7GCCC7GCG77CGGGAGAAC 
AAC7C77CCCGC7GC7GGG7AGCGC7CACCCCCACGC7CGCAGC7AGGAACGCCAGCG 
7CCCCACCACGACAA7ACGACGCCACG7CGA777GC7CG77GGGGCGGC7GC777C7G 
77CCGC7A7G7ACG7GGGGGACC7C7GCGGA7C7G7C77CC7CG7C7CCCAGC7G77CA 
CC A7C7CGCC7CGCCGGCA7GAGACGG7GCAGGAC7GCAA77GC7CAA7C7A7CCCGG 
CCACA7AACGGG7CACCQ7A7GGC77GGGA7A7GA7GA7GAAC7GG7CGCC7ACAACG 
GCCC7GG7GG7A7CGCAGC7GC7CCGGA7CCCACAAGC7G7CG7GGACA7GG7GGCGG 
GGGCCCA77GGGGAG7CC7GGCGGGCC7CGCC7AC7A77CCA7GG7GGGGAAC7GGGC 
7AAGG77rrGG77G7GA7GC7AC7C777GCCGGCG7CGACGGGCA7ACCCGCG7G7CAG 
GAGGGGCAGCAGCC7CCGA7ACCAGGGGCC77G7G7CCC7C777AGCCCCGGG7CGGC 
7CAGAAAA7CCAGC7CG7AAACACCAACGGCAG77GGCACA7CAACAGGAC7GCCC7 
GAAC7GCAACGAC7CCC7CCAAACAGGG77C777GCCGCAC7AT7C7ACAAACACAAA 
77CAAC7CG7C7GGA7GCCCAGAGCGC77GGCCAGC7G7CGC7CCA7CGACAAG77CG 
C7CAGGGG7GGGG7CCCC7CAC77ACAC7GAGCC7AACAGC7CGGACCAGAGGCCC7A 
C7GC7GGCAC7ACGCGCC7CGACCG7G7GG7A77G7ACCCGCG7C7CAGG7G7GCGG7 
CCAG7G7A77GC77CACCCCGAGCCC7G77G7GG7GGGGACGACCGA7CGG777GG7G7 
CCCCACG7A7AAC7GGGGGGCGAACGAC7CGGA7G7GC7GA77C7CAACAACACGCGG 
CCGCCGCGAGGCAAC7GG77CGGC7G7ACA7GGA7GAA7GGCAC7GGG77CACCAAGA 
CG7G7GGGGGCCCCCCG7GCAACA7CGGGGGGGCCGGCAACAACACC77GACC7GCC 



Fig. 21 K 

CCACTGACTGTT77CGGAAGCACCCCGAGGCCACCTACGCCAGATGCGGT7CTGGGCC 
CTGGCTGACACC7AGG7GTATGGT7CATTACCCATATAGGCTCTGGCACTACCCCTGCA 
C7G7CAAC77CACCA7C77CAAGG77AGGA7G7ACG7GGGGGGCG7GGAGCACAGG77 
CGAAGCCGCA7GCAA77GGAC7CGAGGAGAGCG77G7GAC77GGAGGACAGGGA7AG 
A7CAGAGC77AGCCCGC7GC7GC7G7C7ACAACAGAG7GGCAGATAC7GCCC7G77CC 
77CACCACCC7GCCGGCCC7A7CCACCGGCC7GA7CCACC7CCATCAGAACA7CG7GG 
ACG7GCAA7ACC7G7ACGG7G7AGGG7CGGCGG77G7C7CCC77G7CA7CAAA7GGGA 
G7A7G7CC7G77GC7C77CC77C7CC7GGCAGACGCGCGCA7C7GCGCC7QC77A7GGA 
7GA7GC7GC'7GA7AGC7CAAGC7GAGGCCGCC77AGAGAACC7GG7GG7CC7CAA7GC 
GGCGGCCG7GGCCGGGGCGCA7GGCAC7C777CC77CC77G7G77C77C7G7GC7GCC7 
GG7ACA7CAAGGGCAGGC7GG7CCC7GG7GCGGCA7ACGCC77C7A7GGCG7G7GGCC 
GC7GC7CC7GC77C7GC7GGCC77ACCACCACGAGC77A7GCC7AG7AAGC77 



SEQ ID NO 49 (HCCI66) 

A7GAGCACGAA7CC7AAACC7CAAAGAAAAACCAAACG7AACACCAACCGCCGCCCA 
CAGGACG7CAAG77CCCGGGCGG7GG7CAGA7CG77GG7GGAG777ACC7G77GCCGC 
GCAGGGGCCCCAGG77GGG7G7GCGCGCGAC7AGGAAGAC77CCGAGCGG7CGCAAC 
C7CG7GGGAGGCGACAACC7A7CCCCAAGGC7CGCCGACCCGAGGG7AGGGCC7GGG 
C7CAGCCCGGG7ACCC77GGCCCC7C7ATGGCAA7GAGGGCA7GGGG7GGGCAGGA7G 
GC7CC7G7CACCCCGCGGC7C7CGGCCTAG77GGGGCCCTACAGACCCCCGGCG7AGG 
7CGCG7AAT77GGG7AAGG7CA7CGA7ACCC77ACA7GCGGC77CGCCGACC7CG7GG 
GG7ACA77CCGC7CG7CGGCGCCCCCC7AGGGGGCGC7GCCAGGGCCC7GGCGCA7GG 
CG7CCGGG77C7GGAGGACGGCG7GAAC7A7GCAACAGGGAA777GCCCGG77GC7C7 
77C7C7A7C77CC7C77GGC777GC7G7CC7G7C7GACCG77CCAGC77CCGC77A7GAA 
G7GCGCAACG7G7CCGGGA7G7ACCA7G7CACGAACGAC7GC7CCAAC7CAAGCA77G 
7G7A7GAGGCAGCGGACA7GA7CA7GCACACCCCCGGG7GCG7GCCC7GCG77CGGGA 
GAACAAC7C77CCCGC7GC7GGG7AGCGC7CACCCCCACGC7CGCAGC7AGGAACGCC 
AGCG7CCCCACCACGACAA7ACGACGCCACG7CGA777GC7CG77GGGGCGGC7GC77 
7C7G77CCGC7A7G7ACG7GGGGGACC7C7GCGGA7C7G7C77CC7CG7C7CCCAGC7G 
77CACCA7C7CGCC7CGCCGGCA7GAGACGG7GCAGGACTGCAA77GC7CAA7C7A7C 
CCGGCCACA7AACGGG7CACCG7A7GGC77GGGA7A7GA7GA7GAAC7GG7CGCC7AC 
AACGGCCC7GG7GG7A7CGCAGC7GC7CCGGA7CCCACAAGC7G7CG7GGACA7GG7G 
GCGGGGGCCCA77GGGGAG7CC7GGCGGGCCTCGCC7AC7A77CCA7GG7GGGGAAC7 
GGGC7AAGG7777GG77G7GA7GC7AC7C777GCCGGCG7CGACGGGCA7ACCCGCG7 
G7CAGGAGGGGCAGCAGCC7CCGA7ACCAGGGGCC77G7G7CCCTC777AGCCCCGGG 



Fig. 21 L 

TCGGC7CAGAAAATCCAGCTCGTAAACACCAACGGCAGTTGGCACATCAACAGGACT 
GCCCTGAACTGCAACGACTCCCTCCAAACAGGGTTCTTTGCCGCACTATTCTACAAAC 
ACAAATTCAACTCGTCTGGA7GCCCAGAGCGCTTGGCCAGCTGTCGCTCCATCGACAA 
GTTCGCTCAGGGGTGGGGTCCCCTCACTTACAC7GAGCCTAACAGCTCGGACCAGAGG 
CCCTACTGCTGGCACTACGCGCCTCGACCGTGTGGTATTGTACCCGCGTCTCAGGTGT 
GCGGTCCAGTGTATTGCT7CACCCCGAGCCCTGTTGTGGTGGGGACGACCGA7CGGTT 
7GG7G7CCCCACG7A7AAC7GGGGGGCGAACGAC7CGGA7G7GC7GA77C7CAACAAC 
ACGCGGCQaCCGCGAGGCAAC7GG77CGGC7G7ACA7GGA7GAA7GGCAC7GGG77CA 
CCAAGACG7G7GGGGGCCCCCCG7GCAACA7CGGGGGGGCCGGCAACAACACC77GA 
CC7GCCCCAC7GAC7G7777CGGAAGCACCCCGAGGCCACC7ACGCCAGA7GCGG77C 
7GGGCCC7GGC7GACACC7AGG7G7A7GG77CA77ACCCA7A7AGGC7C7GGCAC7AC 
CCC7GCAC7G7CAAC77CACCA7C77CAAGG77AGGA7G7ACG7GGGGGGCG7GGAGC 
ACAGG77CGAAGCCGCA7GCAA77GGAC7CGAGGAGAGCG77G7GAC77GGAGGACA 
GGGA7AGA7CAGAGC77AGCCCGC7GC7GC7G7C7ACAACAGAG7GGCAGA7AC7GCC 
C7G77CC77CACCACCC7GCCGGCCC7A7CCACCGGCC7GA7CCACC7CCA7CAGAAC 
A7CG7GGACG7GCAA7ACC7G7ACGG7G7AGGG7CGGCGG77G7C7CCC77G7CA7CA 
AA7GGGAG7A7G7CC7G77GC7C77CC77C7CC7GGCAGACGCGCGCA7C7GCGCC7GC 
77A7GGA7GA7GC7GC7GA7AGC7CAAGC7GAGGCCGCC77AGAGAACC7GG7GG7CC 
7CAA7GCGGCGGCCG7GGCCGGGGCGCA7GGCAC7C777CC77CC77G7G77C77C7G7 
GC7GCC7GG7ACA7CAAGGGCAGGC7GG7CCC7GG7GCGGCA7ACGCC77C7A7GGCG 
7G7GGCCGC7GC7CC7GC77C7GC7GGCC77ACCACCACGAGC77A7GCC7AG7AA 
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